Aminoacid sequence 



Alignment Report of Untitled ClustalV (PAM250) 
viernes, 19 cie diciembre de 2008 19:38 

I MA E R V L T R V H S L R E R V D A T L A A K R N E I E L F E 3 R 1 E 5 H G E G WT 

1 H A E R V L T ?. V H S L R E R V D A T L A A H P. N E I L L F L 3 ?. ~ E 3 K G K G S35 

41 ILKPHELLAEFDAIRQDDENKLNEHAFEELLKSTQEAIVL WT 

41 ILKPHE.LEAEFDAERQ EDKNEENEHAFEE |||| L K 5 3 5_ E A I V L SS'5 

51 PFWVALAIRLRPGVWEYIP. VNVNALVVEELSVPEYLQFKE WT 

31 PRWVALAIRLRFGVWEYIRVNVNALVVEELSVrEYLQFKE 5S5 

121 E L V D G A 5 K G N F V L E L D F E ? F T A 3 F P K ? T L T E 3 1 G N G V E F E WT 

121 ELVDGASNGEFVLEEE'-FE? ETASFPEETLTK3 I G N G V E FE 335 

161 NRHL3AKMFHDKE3MTPLLEFLRAHKYKGKTHMLHDR I 0 >i WT 

161 HRHLSAKMFHDKESMTPLLEFLRAHEYKGKTMMLNDRIQM 335 

201 3 N T E Q N V L R K A E E Y E 1 M L 3 ? D T P Y F E F E H K F Q E 5 G L E K G W WT 

201 3 N T E Q K V E R K A E E Y L I PI E 3 P D T P Y F E F E K K F Q E 1 G E E E G ~x 335 

241 G D T A E R V L E H V 3 M E E D E E E A P D 3 3 T L E K E E G R I P M V F M V V WT 

241 G D T A E R V E E E V C M E E D E E E A ? D 3 3 T L E K F E G R I P H V F N V V 335 

23i E L 5 P H G Y F A Q E M V E G Y P D T G G Q v V Y I E E Q V ? A L E R E M L K P WT 

281 I L S P H G Y F A Q E H V L G Y P D T G G Q V V Y ILDQVPALEREMLKR 335 

321 ~ E E O G E D I E ? R I E I V T R E E P D A V G E E C G 3 A ~ E K V Y G A E H 5 WT 

3 2.1. IKE O G 1 D I I ? R I L I V T R L L P D A V G E T C G Q R 3 E K V Y G A E H 5 325 



361 HIERVPF R EE K G IVRKWI 5 P. F 5 V W ? Y M E T F IE EVAKEI 3 A WT 

3 61 H I E R V P F R T E K G I V R K W I 3 R E S V W P Y M E T E I E D V A E E I 3 A 355 

4 OX E L O A K P D E Z I G 51 Y S E G M E A A 3 E E A H K L G V T Q 3 T I A H A L E E WT 
4 0., ELQAKPDLI I G N Y S E G M L A A 3 L L A H K L G V T Q 5 E I A HALE K 325 

441 TKYPD3DIYWKKEEEEYEFS3QFTAEL1AMHHTEEI1T3T WT 

44. T K Y p D S D I Y w K K F D E K Y R F 3 S Q : F T A D L I A M N H T D F I I T S T 3? 5 

461 F Q E 1 A G S K D T V G Q Y E S H M A F T M P G L Y R V V H G I K V F D P K F M WT 

431 E Q E Z A G 3 K E T V G Q Y E 3 H M A F T M P G L Y R V V H G I K V E E P K F M 355 

521 I V S P G A D I N L Y F S Y 3 E T E K R L T A F H P S I D E L L Y S D V E N D E WT 

521 I V 3 P G A D I M L Y E 3 Y S E T E K R L X A 0 H P E E D E E L Y 3 D V E E 3 E 555 

561 HLCVLKDRTKPILFTMAR1. EEVKETLTGEVEWYAKEPRLEG WT 

561 H L C V L K D R T K P I L F T M A R L D R V K M L T G L V E W Y A K H P R L R G 335 

601 LvEEVVVGGDRRKEGKELEEQAEREKMYELIEEHELNGQE WT 

601 LVNLVvVGGDRRKESKDLSEQAEKKKMYELIETHNLNGQF 5 3 5 

641 RwISSQMNRvRNGELYRYIADTKGAFVQFAFYEAFGLTVV WT 

641 PvvE33QMHRVREJGEEYRYIADTKGAEVOPAFYEAEGLTvv 555 

651 E A M T C G L ? T F A E N H G G P A E I I V K G K S G F K I D ? Y K G E Q A A D WT 

651 EAMECGLPEFAENEGGPAEI IVHGKSGFKI DPYHGEQAAE 555 

721 L L A D F F E K C K K E P S K W E T I 3 T G G L K R I Q E K Y T W Q I Y 3 E R L WT 

72^ L L A D F F E K C K§E P S K i\ T E E I 1 ; : \ _ 5 K R I Q E K Y T W Q I Y 3 E R E 535 

7 61 L T L A A V Y G F W K K V S K L D R L E I R R Y L E M F Y A L K Y R K M A S A v WT 

761 ETEAAVYGEwEH\/5KLDRLEIRRYLEMFYAEEYREMAEAv 335 



P L A A - 
P L A A E 



355 



Nucleotide sequence 



viernes, 19 de diciembre de 2008 19:36 

1 A X G G C T G A a C G T G T T T 7 G A C T C G T G T T C A T A G C C X T C G T G WT 

1 A T G G C T G A A C G T G T T T I G A C T C G T G T T C A T A G C C T T C G T G -3S5 

41 A A C G T G T T G A X G C A A C I T T A G C T G C T C A C G G C A A T G A G A T WT 

41 A A C G T G T T G A T G C A A C T T T A G C X G C T C A C G G C A A T G A G A T 335 

HI A C T G C T G T T T C T T T C A A G G A T C G A A A G C C A C G G A A A A G G G WT 

51 A C T G C T G T T T C T T T G A A G G A X C G A A A G C C A C G G A A A A G G G 3S3 

121 A X A T T G A A A C C T C A T G A G C T T T I G G C X G A G T T C G A T G C A A W T 

ill A X A X X G A A A G G X G a|1§G A G G X X X X G G G X G A G X X G G A X G C A A SS3 

161 T X C G C C A A G A T G A C A A A A A G A A A C T G A A C G A A C A X G C A I T WT 

16- XT C GC C AAG AT GACAAAAAC AAA CTGAACGAACATGC AIT SS5 

201 C G A A G A A C T C C T G A A A T C C A C T G A G G A A G C G A T T G T T C T G WT 

201 C G A A G A A ? j|§ G 7 T G A A A X G C A G T C A G G A A G G G A T I G T T C X G 335 

241 G C C G C T T G G G T T G G A C T T G G T A T T C G T T T G A G G C C T G G T G wt 

2 4.. G C C C CUT G G G X T G C A. C I T G C T A T T C! G T X T G A G G C C T G G T G 385 

281 T C T G G G A A X A G A X G G G T G T G A A G G X G A A X G G A G X A G X X G X WT 

281 T C T G G G A A X A G A X G G G T G T G A A G G X G A A X G G A G X A G X X G X 385 

12 i G G A G G A G.C X G X G C G X G C G T G A G X A X T T G G A A X X G A A G G A A WT 

121 C G A G G A G C X G X G G G X G G G X G A G X A T X T G G A A X X G A A G G A A 385 

361 G A A G X X G T G G A G G G A G G G T G G A A X G G A A A T X X X G X X G X G G WT 

•6;. G A A G X X G X G G A G G G A G G G X G G A A X G G A A A X X X || G X X G X G G S 85 



401 A G X X G G A X X X G G A G G G X X T 

401 A G X X G G A X X X C G A G C C X X T 

4 4.. A A 2 G C X C A C C A A A X C X A X X 

44 1 A A C C G X C A G G A A A X G X A X X 

481 A A X A G G G A G G X G X G X G G G A 

4 81 A A X A G G G A C C T G X C X G C C A 

511 G 0 A X G A C G G G G G X X G X G G A 

521 G G A X G A G C G G G G X X G X G G A 

5 61 X A A G G G C A A G A G A A X G A X G 
561 X A A G G G C A A G A C A A X G A X G 

60 1 2 G G A A X A G X G X X G A A A A X G 

601 X G G A A X A G X C X X G A A A A T G 

641 A G C X G A X X A X G C X X X C C G G 

64 _ A G G X G A X X A X G G X X X G G G C 

681 G G A G G A G A A G X X G G A A G A A 

661 C G A G G A G A A G X X G G A A G A A 

721 G G G GAGA G G G G G G A G G G X G 

721 G G G GAGA G G G G G G A G G G X G 

7 61 X X C X X 3 A X G X G 1' X T G A G G G 

761 X X G X X G A X G X G C X X G A G G G 

301 G A A G X X G X X G G G G A G A A X X 

301 G A A G X X G X X G G G G A G A A X X 



C A G I G G A X G G X X X G G X A A A G C WT 

G A G X G C A X G G X X X G C T A A A C G SS5 

G G A A A X G G A G X X G A A X X G G X G WT 

G G A A A X G G A G X X G A A X X G G X G S3 5 

A A A X G X X G G A X G A G A A 64 G A A A WT 

A A A X G X X G G A X G A G A A G G A A A 33 5 

A X X X G X X G G G G G X G A C 6 A X X A WT 

A X X X G X X G G C G G X G A G 0 A X X A 335 

G X G A A X G A X A G G A X A G A G A A X WT 

GXGAAXGAXAGGAXAGAGAAX 335 

X G G X A A G G A A G G C A G A G G A A X WT 

X G G X A A G G A A G G G A G A G G A A X 335 

A G A X A G X G G A X A X X X G G A A X X WT 

AGAXAGXGGAXAXX X G G A A X X 33 5 

A X 0 G G A X X G G A G A A G G G A X G G WT 

A X G G G A X X G G A G A A G G G A X G G 335 

X G G X A G A G A X G G X A X G G A X G G W T 

X G G X A G A G A X G G X A X G G A X G G 335 

X G G X G A G X G A X G X A G X X X X G A WT 

X G G X G A G X 6 A X G X A G X 6: X X G A 335 

G G X A X G G X X X X G A A ' X G X G G X X WT 

GGXAXGGXXXXGAAXGXGGXX 335 



341 A 7 G C T T T C C G C 7 G A 7 G G A 7 A 

341 A 7 G G 7 7 T G G G fJ T C A T G G A 7 A 

381 T G G G 7 T A 7 C C C G A C A C C G G 7 

8 81 7 G G G 7 7 A 7 G C C G A C A C C G G T 

921 AGATCAAGTTCCCGCCTTGG 

921 A G A 7 0 A A G 7 7 C C GGGG77GG 

961 A T A A A G G A G C A A G G A C T T G A 

961 A T A A A G G A G C A A G G A C I T G A 

iOOi T T G T 7 A C T C G T C T GOT G C C C 

1001 TTGTTACTC\3TCTGCTGCCC 

1041 T G G T G A G A G G A 7 7 G A G A A G G 

1041 T G G T C A G A G G A 7 7 G A G A A G G 

1091 C A T A T 7 C T T A G G G 7 G C C T T 7 

1091 GA7A77CX7AGGGXGGG777 

1121 77CGGAAA7GGA7C7 C T C G C 

1121 7 7 C G G A A A 7 G G A 7 C 7 C 7 C G C 

1161 G G A G A C A T 7 C A 7 7 G A G G A T G 

1161 GGAGAGA7T C A77GAGGATG 

1291 G A A C 7 G C A G G C C A A G C C A G A 

1901 G A A C 7 G C A G G C C A A G C C A G A 



7 T 7 7 G C 0 G A A G A A A A T G 7 C 7 WT 

T X 7 7 G C C C A A G A A A A T G 7 C 7 339 

G G C C A G G 7 7 G 7 C T A C A 7 7 7 7 WT 

G G C G A G G 7 7 G 7 C X A C A 7 7 7 7 335 

A G G G 7 G A A A T G C 7 7 A A G C G C wt 

A G C G X G A A A X G C X 7 A A G G G C 3S5 

7 A 7 G A 7 G G G G C G T A 7 X G 7 7 A WT 

7 A 7 G A 7 G G G G G G X A 7 7 G 7 7 A SS5 

G A 7 G G A G 7 7 G G A A C C A G 7 7 G WT 

G A 7 G G A G 7 7 G G A A G G A G T 7 G 335 

7 G 7 A X G G A G G A G A A G A G 7 C A WT 

7 G X A 7 G G A G G A G A A C A C 7 G A SS5 

7 A G G A G 7 G A G A A G G G G A 7 7 G WT 

7 A G G A C T G A G A A G G G G A 7 7 G 335 

7 X T G A A G 7 G X G G 7 G A X A G A 7 WT 

7 X 7 G A A G 7 G X G G G G A X A G A 7 335 

7 7 G C A A A A G A A A 7 7 7 G 7 G G A WT 

7 7 G G A A A A G A A A X 7 7 1' 7 G G A 339 

7XT GA7AA 7 XGG AAA G GAGA WT 

7XXGA7AA7XGGAAA G GAGA 335 



12 41 G 7 G A G G G G A A X G 7 7 G G 7 G G 7 

1241 G 7 G A G G G G A A T G 7 7 G C 7 G 9' 7 

12 91 A G G G G X A A G 7 G A G X G 9: A C G A 

1231. A G G G G 7 A A G 7 G A G 7 G G A G G A 

1321 A G G A A G 7 A 7 G G 7 G A 7 7 G G G A 

11-21 A G G A A G 7 A X G G 7 G A 7 7 G G G A 

1361 A 7 G A A A A A 7 A 0 G A X 7 7 G 7 0 G 

1361 A 7 G A A A A A X A G G A X 7 7 G 7 G G 

1401 G A 7 7 G G A A X G A A 7 G A G A G 7 G 

14 01 G A 7 7 G G A A 7 G A A 7 G A G A C 7 G 

1441 7 7 G G A G G A G A X A G G A G G A A G 

1441 7 7 G G A G G A G A 7 A G G A G G A A G 

1431 A 7 G A G A G G C A X A 7 G G G A 7 X G 

14 31 A 7 G A G A G G G A 7 A 7 G G G A 7 7 G 

1521 A G 7 7 G 7 7 G A G G G G A 7 7 A A 7 G 

1521 A G 7 7 G 7 7 G A G 94 G A. 7 7 A A X G 

15 61 A 7 X G 7 G 7 G A G G 7 G G A G G 7 G A 
1561 A 7 X G 7 G 7 G A G 5: 7 G G A G G 7 G A 

1601 A G X G G G A A A G G G A G A A G A G A 

,601 A G X G G G A A A G G G A fU A A G A G A 

1641 A A 7 7 G A 7 G A G 0 7 G G 7 G 7 A 7 A 

1641 A A X 7 G A 7 G A G G 7 G G 7 G 7 A 7 A 



7 9: 7 7 X G G 7 A G G 7 G A G A A G 7 7 WT 

7 G 7 7 X G G 7 A G G 7 G A G A A G X 7 S3 5 

7 7 G G 0 G A G G 0 G 7 X G G A G A A A WT 

1 T 3 G G C A G G G G 7 X G G A G A A A 333 

G A 7 7 7 A G 7 G G A A A A A G 7 7 X G V VT 

G A 7 7 7 A G 7 G G A A A A A G 7 7 X G 335 

7 G G G A G 7 7 7 A G G G G 7 G A 7 G T WT 

7 0 G G A G 7 7 7 A G G G G 7 G A 7 G 7 333 

A X 7 7 G A 7 G A X G A G G A G G A G G WT 

A 7 7 7 G A 7 C A X G A G G A G G A G G 33 5 

G A A G G A G A C 7 G 7 A G G A G A A 7 WT 

GAAGGAGAGXG7j§jGGAGAA7 33 5 

A G A A X G G G 7 G G A X X G X A G A G WT 

A G A A X G G G 7 G G A X 7 G 7 A G A G 335 

7 G 7 7 9' G A G C G G A A A 7 X G A A G W T 

7 G 7 7 G G A C G G G A A A 7 X G A A G 335 

7 A 7 7 A A 7 G 7 G 7 A G 7 7 G 7 G G 7 WT 

7 A G G A 1, f|| : 3 : A G 7 7 G 7 G G 7 336 

G X X A G A G 9" A X X 7 G A 3: G G 7 G A WT 

G X 7 A G A G G A 7 07 0 A G G G 7 G A 33 5 

G 7 G A X G 7 7 G A G A A 7 G A O G A G WT 

G X G A H G 7 X G A G A A X 1- A 0 0 1 1 1 



1631 C A T C T 

1081 CAT C T 

1721 T C A C A 

1721 T C A C A 

1 7 <• 1 A € T T G 
1 7 6 1 A C T ? G 

1801 X T G G T 

1=501 X T G G T 

184 1 A A T C C 

15 41 A A T C C 

1861 G T A T G 

IS SI G T A T G 

1921 A G A T G 

1921 A G A T G 

1961 AG C T X 

19c 1 A G 0 T C 

2 001 T C A G O 
2001 T C A G C 

2 041 G A A G C 

2041 G A A G C 



GTGTGTGCT 
G T G T G T G C T 

A T G G C A A G G 
A ■? G G C A A G G 

T T G A G T G G T 
T T G A G T G G T 

T A A C C T G G T 
X A A C C T G G 1' 

A A A G A T T T G 
AAAGATTTG 

ago: t a a t t g 

A G C X A £ B G 

G A T X T C T T C 
GATXTCTT C 

X A C C G A T A C 
X A X 0! G A X A C 

x x g :: a x x c x 

CTGCATXC X 

AATGACTTG 
A A T G A C X X G 



CAAGGACA G 

C A A G G A §§§ A G 

X X G G A X C G X 

X X G G A X C G X 

A C G 0 C A A G A 

A C G C X A A G A 

X G X A G X X G G 

X G X A G X X G G 

G A A G A G G A G 

G A A G A G C A G 

A G ACT X ATA 

A G A C T C A T A 

CCAGAXGAA 

C C A G A X G A A 

A X X G X X G A X 

A X X G X X G A 0! 

A C G A G G C "J X 

A C G A G G C j§| " 

X G G X T X G X C 

X G G X T X G X X 



G A C X A A A C C 

G A C T A A A X C 

G X G A A G A A X 

G T G A A G A A X 

A T C X A G G A C 

A T C G A C G A C 

X G G A G A X C G 

C G G A G A T X G 

G C A G A G A X G 

G X A G A G A X G 

A T X X G A A X G 
ATXXGAAXG 

C X G A G X G A G 

G X G A G X G A G 

A X X A A G G G A 

A C X A A G G G A 

T T G G T 0 T G A 

T T G G X C X G A 

X A G A X X T G C 
TACATTTGC 



AAXTXXAX WT 

AAXXXXAX 335 

X X A A 4: X G G WT 

X X A A G X G G SS5 

X A A G G G G A WT 

X A A G G G G A SO 5 

A A G G A A G G WT 

A A G G A A G G SS5 

A A G A A G A X W T 

A A G A A G A X 335 

G C C A A X X C WT 

G C C A A X X G 335 

G A A T G G X G WT 

G A A T G G X G 335 

G X X T X C G X WT 

G C X T X C G X 335 

X X G X X X X G WT 

X X G T X G T C SS5 

A A X T A A X G WT 

A A C T A A X G SS5 



2081 A X G G X G G T X X A G X T G A G A T X 

20 31 A X G G X G G T X X A G C T G A G A X X 

2121 C X T G C A C A T X G A X X C A X A T X 

2121 X X T G X A G A X X G A X X C A X A X X 

21 cl C X G C X A G X X G A X T T C T X X G A 
2161 G X G G X A G X T G A X X T C X X X 0- A 

2201 C A G A X X G G G A A A C X A X X X X G 

2201 G A X A X X G G G A A A C C A T X X X G 

22 41 C X A A G A G A A G T A G A C X X G G X 
2241 C X A A G A G A A G T A X A G X X G G X 

2231 X X G A C A G T G G X X G G T G X X T A 

2201 XX G A G A G T G G X X G X X G X X X A 

2 321 C T A A A G T T G A T G G T C X A G A A 

2 321 G X , X X G A T C G T C X A G A A 

2361 G X T X X A X G X X X X C A A G X A X C 

2361 G X T X X A T G X X X T C A A G X A G C 

2401 C X A X X G G X X G X X G A G X G A 

2401 C X A X X G G X X G X X G A G X G A 

Decoration 'Decoration #1 ' : Shade (with solid 
3SX- 



A T X G X X X A X G G A A A G X G C G G WT 

A T X G X X G A X G G A A A G T C G G G SO 5 

A X G G X G A G C A A G 0' X G X X G A X WT 

A X G G X G A G C A A G X X G X X G A X 355 

G A A A T G X A A G A A A G A G C C T T WT 

G A A A T G G X X 0 o||o. A 2 G X X X 302 

A X G G G X G G G X T G A A G X G C A T WT 

A X _ ;• I- X X X G A A G x G C A X SS5 

A A A X X X A C X X C G A A A G G X X A W T 

A A A X 0: X A X X X X G A A A G G C X A SS5 

X G G G X X C X G G A A A X A T G T I T WT 

X G G G X X X X G G A A A G A X G X X X XX 2 

A X X C G X X G G X A X X X X G A A A X W T 

ATXCGXCGCTAXX XXGAAAX 335 

G X A A G A X G G C X G A A G X X G X X WT 

G T A A G A X G G X X G A A G X X G X X S3 5 

WT 

33 5 

deep red) residues that differ frora 



